[Mutations of several tumor suppressor genes in primary retinoblastoma].
To study the status of several tumor suppressor genes in primary retinoblastoma. Single stranded conformation polymorphism (SSCP) analysis associated with direct DNA sequencing was used to identify point mutations in the coding sequence of Rb, p53, p16, p15 and p21 tumor suppressor genes, and multiplex PCR was used to detect big deletion in p16 and p15 genes. Rb gene point mutation was detected in 74% of retinoblastoma and p16 gene big deletions in 16% of retinoblastoma with or without Rb gene mutation. However, despite polymorphism, no real mutation was detected in p53 or p21 gene in retinoblastoma. The evidence from this study suggests that retinoblastoma is resulted exclusively from alterations of genes in Rb pathway.